The first session focused on mosquito surveillance and intervention strategies, with reports from the African, American, Asian, and European perspectives. Xiaoguang Chen opened the meeting with an evaluation of methodologies and techniques used for surveillance in China, including comparisons of the efficiency of oviposition traps, CDC (Centers for Disease Control and Prevention) light traps and BG (Biogents) traps which indicated that BG traps are best suited for Ae. albopictus in China. Alessandra della Torre presented data showing that the number of eggs in oviposition traps commonly used to monitor species abundance only roughly correlates with adult abundance, and revealed promising results from a pilot community engagement initiative designed to help monitor mosquito contact with humans (the online and mobile application ZANZAMAPP, www.zanzamapp.it). Using data from BG traps for model calibration, Roberto Rosà described the mathematical modelling of the temporal dynamics of Ae.
albopictus and Culex pipiens in northern Italy and the important effects of interspecific competition. Recent progress in the application of sterile insect technique (SIT) programs in Italy were outlined by Romeo Bellini, with a focus on efforts to improve methods for sex separation and quality control in routine mass rearing of Ae. albopictus. Maurizio Calvitti presented data on the effectiveness of using an Ae. albopictus Presentations were complemented by a selection of posters covering different biological research themes for Ae. albopictus and other insects. These included: Progress towards the development of serological markers of human exposure to Aedes mosquitoes using Ae. albopictus salivary antigens. A case study from Rome for estimating the probability of arbovirus outbreaks in non-endemic countries highly infested by Ae. albopictus. Establishing a C-Type Lectin-3 (GCL-3) mutant mosquito using the CRISPR/Cas9 system. Overall, the workshop provided a dynamic forum for in depth discussions on the challenges and opportunities facing both Ae. albopictus fundamental biological research and the ultimate goals of comprehensive surveillance of vectors and pathogens as well as multi-faceted effective mosquito control programs. Some of the greatest leaps forward that have been made since the first workshop in 2013 stem from the new genomic resources developed over the last few years, and undoubtedly the interactions amongst the participants will have stimulated new and exciting approaches to harness these and other resources to tackle the global threats posed by the Asian tiger mosquito.
